873416.
size from 77 to 575 bp.
The coding sequence is interrupted by five introns ranging in man, Drosophila melanogaster, or the filamentous fungi (Michelson et al., 1985; Vanhanen et al., 1989; RoselliRhefuss et al., 1992) .
The upstream sequence of the wheat PGKinase gene was searched for consensus motifs that are thought to play a part in controlling transcription. A G-box consensus sequence (CACGTG), found in light-regulated genes from several dicot species (Gilmartin et al., 1990) , is located at 521. Another motif, GATAAG (at 940), which is the core of the I-box found upstream of many dicot ribulose bisphosphate carboxylase small subunit genes (Gilmartin et al., 1990) , was also identified. No consensus TATA box is present, a finding that is also true of the wheat Calvin cycle genes encoding Fru-1,6-bisphosphatase and sedoheptulose-1,7-bisphosphatase (Lloyd et al., 1991; Raines et al., 1992) .
